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File: PGPB 



Feb 26. 2004 



DOCUMENT- IDENTIFIER: US 20040038205 Al 
TITLE: Modified adenoviral fiber and uses 

Detail Description Paragraph : 

[0111] The plasmid pTG6593 derives from p poly II (Lathe et al., 1987, Gene 57,. 
193-201) by the introduction of the complete gene encoding the Ad5 fiber, in the 
form of an EcoRI-Smal fragment (nucleotides (nt) 30049 to 33093). The Hindlll-Smal 
fragment (nt 31994-33093) is isolated and cloned into M13TG130. (Kieny et al . , 
1983, Gene 26, 91-99), digested with these same enzymes, to give M13TG6526. The 
latter is subjected to site-directed mutagenesis using the oli gonu c leotide OTG7000 
(SEQ ID NO: 2) (Sculptor in vitro mutagenesis kit, Amersham) in order to introduce 
a link er encoding a spacer arm of 12 amino acids of sequence PSASASASAPGS . The 
mutated vector thus obtained, M13TG6527, is subjected to, a second mutagenesis 
allowing the introduction of the sequence encoding the 10 residues of the GRP 
peptide (GNHWAVGHLM; Michael et al . , 1995, Gene Ther. 2, 660-668), The 
oliqonucleotide oTG7001 (SEQ ID NO: 3) is used for this purpose. The Hindlll-Smal 
fragment is isolated from the mutated phage M13TG6528 and introduced, using the 
homolo gou s re c ombination technique (Chartier et al . , 1996, J. Virol. 70, 4805- 
4810) , into the plasmid pTG6590 carrying the Ad5 adenoviral gene fragment 
stretching from nt 27081 to 35935 and linearized with Muni (nt 32825) . The Spel- 
Scal fragment (carrying nt 27082 to 35935 of the Ad5 genome, modified by 
introducing the spacer arm and the GRP peptide) is isolated from the vector above, 
referred to as pTG8599, and is then exchanged against the equivalent fragment of 
pTG6591, digested beforehand with these same enzymes. By way of indication, pTG6591 
comprises the wild-type adenoviral sequences from positions 21562 to 35935, pTG4600 
is obtained, from which the BstEII fragment is isolated (nt 24843 to 35233). After 
ho mologous r e comb i nati on with the plasmid pTG3 602 which comprises the Ad5 genome 
(described in greater detail in International Application WO 96/17070) , the vecto r 
pTG4601 is generated. 
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LI 8: Entry 7 of 24 



File: PGPB 



Nov 27, 



2003 



DOCUMENT- IDENTIFIER: US 20030220246 Al 
TITLE: Novel FGF homolog zFGFll 



Detail Description Paragraph : 

[0139] Ho mo 1 ogou s r e c omb i na t i on in yeast is used to create expression plasmids 
containing the polynucleotide encoding zFGFll for expression in mammalian cells. To 
construct the zFGFll/pCZF199 expression vectors the following DNA fragments are 
transformed into S. cerevisiae: Sna BI digested pCZR199 as an acceptor vector, the 
zFGFll EcoRI restriction fragment, and two, double stranded linker segments. The 
expression vector, pCZR199, has yeast replication elements, (CEN, ARS) , the 
selectable marker, URA3 , E. coli replication elements (e.g., AMP. sup. R and ori) , a 
blunt-ended cloning site, Sna BI, and adds either a N- terminal or C-terminal Glu- 
Glu tag (SEQ ID NO: 6) . The vectors are used to create zFGFll polypeptides having 
either end of the expressed protein Glu-Glu tagged. The double stranded linker 
segments are prepared using PGR. The linke^^^^^^ served to join the vec tor to the 
insert fragments at both the 5' and 3' ends. Two sets of linkers are prepared. One 
set of linkers joins the insert to a vector placing the Glu-Glu tag (SEQ ID NO: 6) 
on the 5' end of the insert sequence using a link er . The second set of lin kers is 
used to join the zFGFll insert into a vector placing a 3' Glu-Glu tag (SEQ ID NO: 
6) . A third set of li nkers is used to join the zFGFll insert into the vector, 
resulting in an untagged constructs The 5' linker is same as the linked used for 
tthe C-terminally Glu-Glu tagged zFGFll. The 3' linker is the same as the linker 
used for the N-terminally Glu-Glu tagged zFGFll. The oligonucleotides are joined 
using standard PGR reaction conditions and heated to 94. degree. C. for 1.5 minutes 
followed by 10 cycles at 94. degree. C. for 30 seconds, 50. degree. C. for 1 minute 
and 72. degree. C. for 1 minute, then a 10 minute extension at 72. degree. C.. 
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* Welcome to STN International ********** 

Web Page URLs for STN Seminar Schedule - N. America 
"Ask CAS" for self-help around the clock 
BEILSTEIN enhanced with new display and select options, 
resulting in a closer connection to BABS 

IFIPAT/IFIUDB/IFICDB reloaded with new search and display 
fields 

CAplus and CA patent records enhanced with European and Japan 

Patent Office Classifications 

The Analysis Edition of STN Express with Discover! 
{Version 7.01 for Windows) now available 

BIOCOMMERCE: Changes and enhancements to content coverage 
BIOTECHABS/BIOTECHDS: Two new display fields added for legal 

status data from INPADOC 

INPADOC: New family current-awareness alert (SDI) available 
New pricing for the Save Answers for SciFinder Wizard within 
STN Express with Discover! 

New display format, HITSTR, available in WPIDS/WPINDEX/WPIX 
STN Patent Forum to be held October 13, 2 004, in Iselin, NJ 
STANDARDS will no longer be available on STN 
SWETSCAN will no longer be available on STN 

JULY 3 0 CURRENT WINDOWS VERSION IS V7.01, CURRENT 
MACINTOSH VERSION IS V6.0c(ENG) AND V6.0Jc(JP), 

AND CURRENT DISCOVER FILE IS DATED 11 AUGUST 2004 
STN Operating Hours Plus Help Desk Availability 
General Internet Information 
Welcome Banner and News Items 

Direct Dial and Telecommunication Network Access to STN 
CAS World Wide Web Site (general information) 



Enter NEWS followed by the item number or name to see news on that 
specific topic. 

All use of STN is subject to the provisions of the STN Customer 
agreement. Please note that this agreement limits use to scientific 
research. Use for software development or design or implementation 
of commercial gateways or other similar uses is prohibited and may 
result in loss of user privileges and other penalties. 

************* STN Columbus ************** 
FILE 'HOME' ENTERED AT 16:22:40 ON 15 OCT 2 004 



=> file .biotech caplus 
COST IN U.S. DOLLARS 

FULL ESTIMATED COST 



SINCE FILE 
ENTRY 
0.21 



TOTAL 
SESSION 
0.21 



FILES 'MEDLINE, BIOTECHDS, EMBASE, BIOSIS, SCISEARCH, CANCERLIT, CAPLUS ' 
ENTERED AT 16:22:48 ON 15 OCT 2004 

ALL COPYRIGHTS AND RESTRICTIONS APPLY. SEE HELP USAGETERMS FOR DETAILS. 

7 FILES IN THE FILE LIST 

=> s homologous recombination 

LI 3 583 8 HOMOLOGOUS RECOMBINATION 

=> s 11 and (insert? (5a) (polynucleotide or oligonucleotide or DNA or nucleic 
acid) ) 

L2 12 3 9 LI AND (INSERT? (5A) (POLYNUCLEOTIDE OR OLIGONUCLEOTIDE OR DNA 

OR NUCLEIC ACID) ) 

=> s 12 and (linker (5a) (single strand## or recombinat? sequenc##) ) 

L3 2 L2 AND (LINKER {5A) (SINGLE STRAND## OR RECOMBINAT? SEQUENC##) ) 



=> d ibib abs 13 1-2 



L3 ANSWER 1 OF 
ACCESSION NUMBER: 
TITLE : 



AUTHOR : 

PATENT ASSIGNEE: 
LOCATION: 
PATENT INFO: 
APPLICATION INFO 
PRIORITY INFO: 
DOCUMENT TYPE: 
LANGUAGE : 
OTHER SOURCE: 



2 BIOTECHDS COPYRIGHT 2004 THE THOMSON CORP. on STN 
2001-08155 BIOTECHDS 
Inserting an insert 

polynucleotide into a target nucleic 
acid by homologous recombination; 

useful in gene cloning or manipulation, employs polymerase 
chain reaction- independent synthesis of recombination linkers 

and fewer oligonucleotides; 

vector-mediated transfer 
Demarini D J; Sheardown S A 
SK-Beecham 

Philadelphia, PA, USA; Brentford, UK. 

WO 2001018253 15 Mar 2001 

WO 2000-US24640 8 Sep 2000 

US 1999-152851 8 Sep 1999 

Patent 



AN 
AB 



(I) 

and second ends 
or more (I) with 



English 

WPI: 2001-235216 [24] 
2 001-08155 BIOTECHDS 
Methods for inserting an insert DNA 
into target nucleic acid with first 
by homologous recombination using 1 
each having an insert segment and one linker containing, a ss 
recombination sequence, a recombination sequence less 
than 25 bp and a combined length of less than 45 nucleotides and 
generation of a nucleic acid containing the 
insert within the cell are new. The method involves 
inserting (I) into genomic nucleic acid or 
inserting a single polynucleotide-derived 

insert segment into a vector (animal gene replacement targeting 
vector with animal -specif ic selectable marker and a selectable marker 
specific for the cell) . The method uses 2 linkers and polymerase chain 
reaction. The above is useful for manipulating and cloning genes. 
{20pp) 

ANSWER 2 OF 2 CAPLUS COPYRIGHT 2004 ACS on STN 



L3 

ACCESSION NUMBER: 
DOCUMENT NUMBER: 
TITLE: 

INVENTOR (S) : 
PATENT ASSIGNEE (S) 

SOURCE : 



2001:185963 CAPLUS 
134 :217988 

Gene cloning method using yeast-based gap-repair/ ' 
homologous recombination 

Demarini, Douglas J.; Sheardown, Steven A. 
Smithkline Beecham Corp., USA; Smithkline Beecham 
P.L.C. 

PCT Int . Appl . , 22 pp . 



CODEN: PIXXD2 
DOCUMENT TYPE: Patent 
LANGUAGE: English 
FAMILY ACC. NUM. COUNT: 1 
PATENT INFORMATION: 



PATENT NO. KIND DATE APPLICATION NO. DATE 



WO 2001018253 Al 20010315 WO 2000-US24640 20000908 

W: CA, JP, US 

RW: AT, BE, CH, CY, DE, DK, ES, FI, FR, GB, OR, IE, IT, LU, MC, NL, 

PT, SE 

PRIORITY APPLN. INFO. : US 1999-152851P P 19990908 

AB The present invention discloses a method using yeast-based gap-repair/ 
homologous recoiribination for rapidly cloning many genes 

into a given vector, which reduces the amount of DNA sequence anal, for the 
resulting clones. The method comprises: inserting into a 
recombination-competent cell the following first nucleic acids: one or 
more insert polynucleotides each comprising an insert segment, and at 
least one linker comprising (i) a substantially single 
-stranded recombination sequence, (ii) a recombination sequence 
of no more than 25 base pairs, or (iii) a combined length of no more than 
45 nucleotides; and generating within the cell a nucleic 
acid containing the insert segments inserted 

between the first and second ends in an order defined by recombination 
sequences found in the target nucleic acid and the first nucleic acids. 
Also provided is a method of inserting an insert 
polynucleotide into a vector by homologous 

recombination comprising: inserting into a recombination-competent 
cell the following first nucleic acids: one or more insert polynucleotides 
each comprising an insert segment, a vector-related 
nucleic acid having a first end and a second end, at 
least one linker comprising (i) a substantially single 
-stranded recombination sequence, (ii) a recombination sequence 
of no more than 25 base pairs, or (iii) a combined length of no more than 
45 nucleotides; and generating within the cell a vector containing the insert 
segments inserted between the first and second ends in an order defined by 
recombination sequences found in the first nucleic acids. 
REFERENCE COUNT: 3 THERE ARE 3 CITED REFERENCES AVAILABLE FOR THIS 

RECORD. ALL CITATIONS AVAILABLE IN THE RE FORMAT 



=> SET NOTICE DISPLAY 1 

NOTICE SET TO 1 U.S. DOLLAR FOR DISPLAY COMMAND 
SET COMMAND COMPLETED 

=> set auhelp off; set smart off; set msteps off; set expand cont; set audit off; 
del sel y 

SET COMMAND COMPLETED 



SET COMMAND COMPLETED 
SET COMMAND COMPLETED 
SET COMMAND COMPLETED 
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=> FILE CAPLUS, WPINDEX 



COST IN U.S. DOLLARS 
FULL ESTIMATED COST 

DISCOUNT AMOUNTS (FOR QUALIFYING ACCOUNTS) 
CA SUBSCRIBER PRICE 



SINCE FILE 
ENTRY 
35.45 

SINCE FILE 
ENTRY 
-0.70 



TOTAL 
SESSION 
35.66 

TOTAL 
SESSION 
-0.70 



FILE 'WPINDEX' ACCESS NOT AUTHORIZED 

FILES 'CAPLUS' ENTERED AT 16:25:36 ON 15 OCT 2004 

ALL COPYRIGHTS AND RESTRICTIONS APPLY. SEE HELP USAGETERMS FOR DETAILS. 



1 FILES IN THE FILE LIST 



Copyright of the articles to which records in this database refer is 
held by the publishers listed in the PUBLISHER (PB) field (available 
for records published or updated in Chemical Abstracts after December 
26, 1996), unless otherwise indicated in the original publications. 
The CA Lexicon is the copyrighted intellectual property of the 
American Chemical Society and is provided to assist you in searching 
databases on STN. Any dissemination, distribution, copying, or storing 
of this information, without the prior written consent of CAS, is 
strictly prohibited. 

FILE COVERS 1907 - 15 Oct 2004 VOL 141 ISS 17 
FILE LAST UPDATED: 14 Oct 2004 (20041014/ED) 

This file contains CAS Registry Numbers for easy and accurate 
substance identification. 



S WO 2001018253/PN,APPS 



L4 



1 WO 2001018253/PN 

(WO2001018253/PN) 
0 WO 2001018253/AP 
0 WO 2001018253/PRN 

0 WO 2001018253/APPS 

(WO 2001018253/AP, PRN) 

1 WO 2001018253/PN, APPS 



=> FILE INPADOC 
COST IN U.S. DOLLARS 
FULL ESTIMATED COST 

DISCOUNT AMOUNTS (FOR QUALIFYING ACCOUNTS) 
CA SUBSCRIBER PRICE 



SINCE FILE 
ENTRY 
5.90 

SINCE FILE 
ENTRY 
0.00 



FILE 'INPADOC ENTERED AT 16:25:38 ON 15 OCT 2 004 
COPYRIGHT (C) 2004 European Patent Office, Vienna (EPO) 



FILE LAST UPDATED: 

MOST RECENT INPADOC WEEK: 
FILE COVERS 1968 TO DATE. 



14 OCT 2004 
14 OCT 2004 
200442 



<20041014/UP> 
<20041014/UPLS> 
<200442/EW> 



TOTAL 
SESSION 
41.56 

TOTAL 
SESSION 
-0.70 



>>> FOR STATISTIC OF CURRENT WEEK'S NEW ENTRIES, 
ENTER HELP UPS <<< 



>>> STATISTIC FOR UPDATES OF PUBLICATION/ PATENT KIND CODES 

A. SORTED BY COUNTRY: 

http : //www. stn- international . de/stndatabases/details/inpadoc/f kdl 

B. SORTED BY DATE: 

http : //www. stn-international . de/stndatabases/details/ inpadoc/f kd2 

<<< 

>>> FOR CHANGES IN INPADOC > SEE HELP CHANGE 

(LAST UPDATED SEPTEMBER 2 004) <<< 

>>> As of September 1, 2004 STN offers both document based alerts 
and also family based alerts for the INPADOC database. 
> see NEWS or 

http : //www. stn-international . de/stndatabases/details/inpadoc_f am_sdi .pdf 

>>> FORTGESCHRITTENEN SEMINAR INPADOC: 
9. November 2004 in Essen 
Registrierung: 

http : //www. stn-international . de/ training_center/wsregistde .html <<< 



=> TRA L4 PN 

L5 TRANSFER L4 1- PN : 1 TERM 

L6 1 L5 

= > 

=> S L6 AND US/PC 

4002589 US/PC 
L7 0 L6 AND, US/PC 

=> SEL PN 

L7 HAS NO ANSWERS 

=> S L6 AND ZA/PC 

197102 ZA/PC 
L8 0 L6 AND ZA/PC 

=> SEL PN 

L8 HAS NO ANSWERS 

=> S L6 AND EP/PC AND EN/LA 

1468962 EP/PC 
2351167 EN/LA 
L9 0 L6 AND EP/PC AND EN/LA 

=> SEL PN 

L9 HAS NO ANSWERS 

=> S L6 AND WO/PC AND EN/LA 

913634 WO/PC 
2351167 EN/LA 
LIO 1 L6 AND WO/PC" AND EN/LA 



=> SEL PN 



El THROUGH El ASSIGNED 

=> S L6 AND CA/PC AND EN/LA 

878866 CA/PC 
2351167 EN/LA 
Lll 0 L6 AND CA/PC AND EN/LA 
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Lll HAS NO ANSWERS 

=> D SELECT 

El 1 WO2001018253/PN 
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Do you want to retrieve bibliographic & abstract data for these patent 
numbers from the CAplus and WPINDEX files (Y/N) ? 



=> SET NOTICE LOGIN DISPLAY 

NOTICE SET TO OFF FOR DISPLAY COMMAND 
SET COMMAND COMPLETED 

=> d his 

(FILE 'HOME' ENTERED AT 16:22:40 ON 15 OCT 2004) 

FILE 'MEDLINE, BIOTECHDS, EMBASE , BIOSIS, SCISEARCH, CANCERLIT, CAPLUS' 
ENTERED AT 16:22:48 ON 15 OCT 2004 
LI 35838 S HOMOLOGOUS RECOMBINATION 

L2 123 9 S LI AND (INSERT? (5A) (POLYNUCLEOTIDE OR OLIGONUCLEOTIDE OR ON 

L3 2 S L2 AND (LINKER (5A) (SINGLE STRAND## OR RECOMBINAT? SEQUENC# 

SET NOTICE DISPLAY 1 

SET AUHELP OFF 

SET SMART OFF 

SET MSTEPS OFF 

SET EXPAND CONT 

SET AUDIT OFF 

DEL. SEL Y 

FILE 'CAPLUS' ENTERED AT 16:25:36 ON 15 OCT 2 004 
L4 1 S WO 2001018253/PN, APPS 

FILE 'INPADOC ENTERED AT 16:25:38 ON 15 OCT 2004 

FILE 'CAPLUS' ENTERED AT 16:25:40 ON 15 OCT 2004 
L5 TRA L4 1- PN : 1 TERM 

FILE 'INPADOC ENTERED AT 16:25:41 ON 15 OCT 2 004 
L6 1 SEA L5 

L7 0 S L6 AND US/ PC 

L8 0 S L6 AND ZA/PC 

L9 0 S L6 AND EP/PC AND EN/LA 

LIO 1 S L6 AND WO/PC AND EN/LA 

SEL PN 

Lll 0 S L6 AND CA/PC AND EN/LA 

SET NOTICE LOGIN DISPLAY 



=> file .biotech caplus 

COST IN U.S. DOLLARS SINCE FILE TOTAL 

ENTRY SESSION 

FULL ESTIMATED COST 2,56 55.54 

DISCOUNT AMOUNTS {FOR QUALIFYING ACCOUNTS) SINCE FILE TOTAL 

ENTRY SESSION 

CA SUBSCRIBER PRICE 0.00 -0.70 



FILES 'MEDLINE, BIOTECHDS, EMBASE, BIOSIS, SCISEARCH, CANCERLIT, CAPLUS' 
ENTERED AT 16:27:40 ON 15 OCT 2004 

ALL COPYRIGHTS AND RESTRICTIONS APPLY. SEE HELP USAGETERMS FOR DETAILS. 
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=> d his 

(FILE 'HOME' ENTERED AT 16:22:40 ON 15 OCT 2004) 

FILE 'MEDLINE, BIOTECHDS, EMBASE, BIOSIS, SCISEARCH, CANCERLIT, CAPLUS' 
ENTERED AT 16:22:48 ON 15 OCT 2004 
LI 3583 8 S HOMOLOGOUS RECOMBINATION 

L2 1239 S LI AND (INSERT? '(5A) (POLYNUCLEOTIDE OR OLIGONUCLEOTIDE OR DN 

L3 2 S L2 AND (LINKER (5A) (SINGLE STRAND## OR RECOMBINAT? SEQUENC# 

SET NOTICE DISPLAY 1 

SET AUHELP OFF 

SET SMART OFF 

SET MSTEPS OFF 

SET EXPAND CONT 

SET AUDIT OFF 

DEL SEL Y 

FILE 'CAPLUS' ENTERED AT 16:25:36 ON 15 OCT 2004 
L4 1 S WO 2001018253/PN, APPS 



FILE 'INPADOC ENTERED AT 16:25:38 ON 15 OCT 2004 .. 



FILE 'CAPLUS' ENTERED AT 16:25:40 ON 15 OCT 2004 
L5 TRA L4 1- PN : 1 TERM 

FILE 'INPADOC ENTERED AT 16:25:41 ON 15 OCT 2004 
L6 1 SEA L5 
L7 0 S L6 AND US/PC 
L8 0 S L6 AND ZA/PC 

L9 0 S L6 AND EP/PC AND EN/LA 

LIO 1 S L6 AND WO/ PC AND EN/ LA 

SEL PN 

Lll 0 S L6 AND CA/PC AND EN/LA 

SET NOTICE LOGIN DISPLAY 



FILE 'MEDLINE, BIOTECHDS, EMBASE, BIOSIS, SCISEARCH, CANCERLIT, CAPLUS' 
ENTERED AT 16:27:40 ON 15 OCT 2004 



=> d his 



(FILE 'HOME' ENTERED AT 16:22:40 ON 15 OCT 2004) 



FILE 'MEDLINE, BIOTECHDS, EMBASE, BIOSIS, SCISEARCH, CANCERLIT, CAPLUS' 
ENTERED AT 16:22:48 ON 15 OCT 2 0 04 
LI 3 583 8 S HOMOLOGOUS RECOMBINATION 

L2 123 9 S LI AND (INSERT? (5A) (POLYNUCLEOTIDE OR OLIGONUCLEOTIDE OR DN 

L3 2 S L2 AND (LINKER (5A) (SINGLE STRAND## OR RECOMBINAT? SEQUENC# 

SET NOTICE DISPLAY 1 

SET AUHELP OFF 



SET SMART OFF 
SET MSTEPS OFF 
SET EXPAND. CONT 
SET AUDIT OFF 
DEL SEL Y 



FILE 'CAPLUS' ENTERED AT 16:25:36 ON 15 OCT 2004 
L4 1 S WO 2001018253/PN,APPS 

FILE 'INPADOC ENTERED AT 16:25:38 ON 15 OCT 2004 

FILE 'CAPLUS' ENTERED AT 16:25:40 ON 15 OCT 2004 
L5 TRA L4 1- PN : 1 TERM 

FILE 'INPADOC ENTERED AT 16:25:41 ON 15 OCT 2004 
L6 1 SEA L5 

L7 0 S L6 AND US/PC 

L8 0 S L6 AND ZA/PC 

L9 . 0 S L6 AND EP/PC AND EN/LA 

LIO 1 S L6 AND WO/PC AND EN/LA 

SEL PN 

Lll 0 S L6 AND CA/PC AND EN/LA 

SET NOTICE LOGIN DISPLAY 



FILE 'MEDLINE, BIOTECHDS, EMBASE, BIOSIS, SCISEARCH, CANCERLIT, CAPLUS' 
ENTERED AT 16:27:40 ON 15 OCT 2004 

=> s gap-repair and homologous recombination 

L12 251 GAP-REPAIR AND HOMOLOGOUS RECOMBINATION 



=> s II and linker 

L13 237 LI AND LINKER 

=> s 112 and linker 

L14 3 L12 AND LINKER 

=> d ibib abs 114 1-3 



L14 ANSWER 1 OF 
ACCESSION NUMBER: 
TITLE: 



3 BIOTECHDS COPYRIGHT 2004 THE THOMSON CORP. on STN 
1999-14 3 26 BIOTECHDS 
Homologous recombination and gap 

repair between vectors and DNA inserts for in vivo 
DNA library construction; 

plasmid pJG4 -5 -mediated expression in host cell, used to 
screen for genetic lesion 
Zervos A 
Gen . Hosp . Boston 
Boston, MA, USA. 
WO 9940208 12 Aug 1999 
WO 1999-US2591 5 Feb 1999 
US 1998-73817 5 Feb 1998 
Patent 
English 

WPI: 1999-527307 [44] 
1999-14326 BIOTECHDS 

A vector (e.g. pJG4-5) is co-transformed into a host cell together with a 
nucleic acid insert that has 5' and 3'. end vector sequences added to its 
corresponding ends. Homologous recombination and 
gap repair between the vector and nucleic acid insert 
molecule constructs a DNA library can be in vivo. Also claimed are: 
preparing a number of nucleic acid insert molecules; constructing a DNA 
library for screening in a two-hybrid system; a kit for allowing the 
interchangeable use of a DNA library in more than one application; a DNA 
primer having a first region homologous with a linker sequence 



AUTHOR : ■ 

PATENT ASSIGNEE: 
LOCATION: 
PATENT INFO: 
APPLICATION INFO: 
PRIORITY INFO: 
DOCUMENT TYPE: 
LANGUAGE : 
OTHER SOURCE: 
AN 
AB 



used in the construction of a DNA library, and a second region homologous 
with an insert region of a vector required for a particular application; 
and screening a subject for the existence of a lesion in a gene encoding 
a particular protein. The methods can be used to prepare nucleic acid 
insert molecules for forming a DNA library in vivo. The insert molecule 
contains a library element obtained from a cDNA library or a mRNA, 
derived from. e.g. cancerous tissue. The methods can be used in 
two-hybrid systems to screen for the existence of lesions in genes 
encoding particular proteins. {47pp) 

L14 ANSWER 2 OF 3 SCISEARCH COPYRIGHT (c) 2004 The Thomson Corporation. on 

STN 

ACCESSION NUMBER: 93:500502 SCISEARCH 

THE GENUINE ARTICLE: LR4 77 

TITLE: GENETIC -ANALYSIS OF DOUBLE-STRAND BREAK REPAIR IN 

E S CHER ICHIA-COLI 

AUTHOR: TAKAHASHI N K; KUSANO K; YOKOCHI T; KITAMURA Y; YOSHIKURA 

H; KOBAYASHI I (Reprint) 
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AB We had reported that a double-strand gap (ca. 300 bp long) in a duplex 

DNA is repaired through gene conversion copying a homologous duplex in a 
recB21 recC22 sbcA23 strain of Escherichia coli, as predicted on the basis 
of the double-strand break repair models. We have now examined various 
mutants for this repair capacity, (i) The recE159 mutation abolishes the 
reaction in the recB21C22 sbcA23 background. This result is consistent 
with the hypothesis that exonuc.lease VIII exposes a 3 ' -ended single strand 
from a double-strand break, (ii) Two recA alleles, including a complete 
deletion, fail to block the repair in this recBC sbcA background, (iii) 
Mutations in two more SOS-inducible genes, recN and recQ, do not decrease 
the repair. In addition, a lexA (Ind-) mutation, which blocks SOS 
induction, does not block the reaction, (iv) The recJ, recF, recO, and 
recR gene functions are nonessential in this background, (v) The RecBCD 
enzyme does not abolish the gap repair. We then 

examined genetic backgrounds other than recBC sbcA, in which the RecE 
pathway is not active. We failed to detect the double-strand gap 
repair in a rec+, a recAl, or a recB21 C22 strain, nor did we find 
the gap repair activity in a recD mutant or in a 

recB21 C22 sbcB15 sbcC201 mutant. We also failed to detect conservative 
repair of a simple double-strand break, which was made by restriction 
cleavage of an inserted linker oligonucleotide, in these 
backgrounds. We conclude that the RecBCD, RecBCD-, and RecF pathways 
cannot promote conservative double -strand break repair as the RecE and 
lambda Red pathways can. 

L14 ANSWER 3 OF 3 CAPLUS COPYRIGHT 2004 ACS on STN 
ACCESSION NUMBER: 2001:185963 CAPLUS 

DOCUMENT NUMBER: 134:217 98 8 

TITLE: Gene cloning method' using yeast-based gap- 

rep air/ homo 1 o gou s 
recombination 

INVENTOR (S) : Demarini , Douglas J.; Sheardown, Steven A. 

PATENT ASSIGNEE (S): Smithkline Beecham Corp., USA; Smithkline Beecham 



P.L.C. 

SOURCE: PCT Int. Appl . , 22 pp. 

CODEN: PIXXD2 
DOCUMENT TYPE: Patent 
LANGUAGE: English 
FAMILY ACC. NUM. COUNT: 1 
PATENT INFORMATION: 



PATENT NO. KIND DATE APPLICATION NO. DATE 



WO 2001018253 Al 20010315 WO 2000-US24640 20000908 

W: CA, JP, US 

RW: AT, BE, CH, CY, DE, DK, ES, FI , FR, GB, GR, IE, IT, LU, MC, NL, 
PT, SE 

PRIORITY APPLN. INFO.: US 1999'152851P P 19990908 

AB The present invention discloses a method using yeast-based gap- 
repair /homologous recombination for rapidly 

cloning many genes into a given vector, which reduces the amount of DNA 
sequence anal, for the resulting clones. The method comprises: inserting 
into a recombination- competent cell the following first nucleic acids: one 
or more insert polynucleotides each comprising an insert segment, and at 
least one linker comprising (i) a substantially single- stranded 
recombination sequence, (ii) a recombination sequence of no more than 25 
base pairs, or (iii) a combined length of no more than 45 nucleotides; and 
generating within the cell a nucleic acid containing the insert segments 
inserted between the first and second ends in an order defined by 
recombination sequences found in the target nucleic acid and the first 
nucleic acids. Also provided is a method of inserting an insert 
polynucleotide into a vector by homologous recombination 
comprising: inserting into a recombination-competent cell the following 
first nucleic acids: one or more insert polynucleotides each comprising an 
insert segment, a vector-related nucleic acid having a first end and a 
second end, at least one linker comprising (i) a substantially 
single-stranded recombination sequence, (ii) a recombination sequence of 
no more than 25 base pairs, or (iii) a combined length of no more than 45 
nucleotides; and generating within the cell a vector containing the insert 
segments inserted between the first and second ends in an order defined by 
recombination sequences found in the first nucleic acids. 
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AB The present invention discloses a method using yeast-based gap-repair/ 
homologous recombination for rapidly cloning many genes 

into a given vector, which reduces the amount of DNA sequence anal, for the 
, resulting clones. The method comprises: inserting into a 
! recombination-competent cell the following first nucleic acids: one or 

more insert polynucleotides each comprising an insert segment, and at 

least one linker comprising (i) a substantially single 

-stranded recombination sequence, (ii) a recombination sequence 

of no more than 25 base pairs, or (iii) a combined length of no more than 

45 nucleotides; and generating within the cell a nucleic 

acid containing the insert segments inserted 

between the first and second ends in an order defined by recombination 
sequences found in the target nucleic acid and the first nucleic acids. 
Also provided is a method of inserting an insert 
polynucleotide into a vector by homologous 

recombination comprising: inserting into a recombination-competent 
cell the following first nucleic acids: one or more insert polynucleotides 
each comprising an insert segment, a vector-related 
nucleic acid having a first end and a second end, at 
least one linker comprising (i) a substantially single 
-stranded recombination sequence, (ii) a recombination sequence 
of no more than 25 base pairs, or (iii) a combined length of no more than 
45 nucleotides; and generating within the cell a vector containing the insert 
segments inserted between the first and second ends in an order defined by 
recombination sequences found in the first nucleic acids. 
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